Assessment of Cell-free DNA (cfDNA) Extraction using the nRichP* Revolution Sample Prep System from Plasma, Urine, and Pancreatic Cyst Fluid
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INTRODUCTION 2. Linearity and limit of detection using nRichP* cfDNA reference material. 3. Extraction specificity controls for quality control assessment.
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_ _ _ _ Figure 3: Evaluation of linearity, detection limit, and quality control. (A) The total nRichP* cfDNA reference material spike-in yield (ng/mL) is proportional across samples of 0.5 to 6mL DNA free plasma volume with a good correlation coefficient R220.85. (B) LoD with 20 - 400l
Proof of princi ple concept workflow, sam ple processing, and cfDNA extraction method nRichPX cfDNA reference material spike-in displayed strong correlation coefficient R220.99. (C), (D) TapeStation electropherogram for linearity and limit of detection. (E) TapeStation electropherogram displaying fragment peaks at ~ 150 -180bp (monomer), ~350bp (dimer), and ~540bp
(trimer) >800bp (gDNA) for extraction specificity quality control material.
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A 1 B C __________________________________________________________________________________________________________________________________ Figure 6: Assessment of sample stability. (A) Comparison of cfDNA yield from blood samples stored at room temperature (RT) versus 4°C for >48hrs. (B) Amount of total cfDNA present in the samples stored at room temperature (RT) versus 4°C for >48hrs. (C) TapeStation
_ _ electropherogram from the extracted samples (RT and 4°C) displaying fragment peaks at ~180bp (monomer), ~370-380bp (dimer), ~600bp (trimer) with significant traces of gDNA (>800bp).
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Figure 2: Evaluation of plasma, urine and pancreatic cyst fluid samples using nRichPX Revolution System for the extraction of cfDNA. (A), (B), (C) TapeStation electropherogram from plasma,

urine and pancreatic cyst fluid samples (non spiked). (D), (E), (F) gDNA spiked into plasma, urine and pancreatic cyst fluid samples displaying fragment peaks at 295bp, 487bp and 464bp respectively _ _ _ _ , _ _ _ AMP2023
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